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The Taiwan Precision Medicine Inltlatlve
rovides a cohort for large-scale studies

Yang, H.-C. et al. The Taiwan Precision Medicine Initiative provides a cohort for large-scale studies. Nature (2025).
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TPMv2 array implemented Developing protocol for returning results of research testing AL
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Dec, 2019 Jan, 2021 jUE

. . . ) . D Taiwan Precision Medicine Initiative
Steering committee formed Developing website of precision health for public education CIWEI FrECision HMEdIcne Jitarve

Jun, 2021

Oct, 2019 Data access committee formed

TPMI consortium established

Jul, 2021
TPMI Data Access Platform launched
Sep, 2018
Pilot study initiated Jul, 2021
Publication committee formed
Aug, 2018 Apr, 2022
TPMv1 (TWB 2.0) array 25 research working groups formed
developed May, 2022

Clinical application committee formed

2018 2019 2020 2021 2022 2023 2024
Jul, 2019
TPMI initiated
First participant enrolled Dec, 2023
500,000 participants’
Jul, 2019 EMR received
EMR transmission started
Oct, 2019 Nov, 2023
10,000 consented participants count Imputation completed

Dec, 2019 Oct, 2023
First batch of sample genotyping completed 500,000 participants
genotyped
May, 2020
100,000 consented participants count
Infrastructure Mar, 2021 Sep, 2022
== Logistics 200,000 consented participants count 500,000 consented participants count
== Enroliment
Genotype Oct, 2021 Mar, 2022 B
== EMR Transmission 300,000 consented participants count 400,000 consented participants count

Yang, H.-C. et al. The Taiwan Precision Medicine Initiative provides a cohort for large-scale studies. Nature (2025).
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PC1 & TPMI

-0.01 0.00 0.01 0.02 0.03
1 1 1

| ' 7 ommEBmiE
TPMI TPMI 1KGP EAS 'cﬁl_"fs" Taiwan Precision Medicine Initiative
0.04 + ®:1950 BTPMI - 5AS 4 JPT \
® <1950 +AFR 4 CHB

&= AR o CHS

EUR o KHY
@ 4 CDX

0.03 -
a : ". -.-
»

o~ 0.02 - . ‘s, '.‘ .
O
o

0.01 -

% TPMI TWB
4 ® ¥ Minnan
0.00 TPMI v Hakka
SGDP Mainlanders

* Atayal ¥ Southerrnn Han

; ¥ Central Han
* Ami YV MNorthern Han

Admixture
B 1
K2 K7
B K3 K8
K4 KS
Bk« BK10

Yang, H.-C. et al. The Taiwan Precision Medicine Initiative provides a cohort for large-scale studies. Nature (2025).




11 12 — 13 — 14 — 15  TPMI o BBJ = CKB + KoGES < UKB TPMI

Effect size (21%] . N
— 16 — 17 — 18 — 19 — 2 s BemERsitE
';’ Taiwan Precision Medicine Initiative
HLA-DG BT HHEX
5 : :
CTBP{-A52
@ i
[«}]
8
Q 4 204 COC{23
~= i
2
(=]
Qo
= FAFT
3 ¥ .
SLCI0AG
15- " LINCOT1E3
0.00 0.05 0.10 0.15 0.20 0.25 FAx4 i
MAF é RP1+239622.5
— Acoz2481 2 . HNF1B
= . H I i;CDKN?B_AS“f-RPM—ﬁﬁfLM.f i -
2 IGF28P : « WRBE  SPrv ¢
55 = AT 2354 6 5% * RPII—144G16 1 .h,:.'”_z.fﬁp%ﬁ VP38
: _— A ¢ CAMK 28 v e SEH-C1 Toeg®n
! i - - , .
- ' &R anxiast s ® M FERD
2 5.0 1e-08 . ® “-chamjs.Ecegz VPIZE W R
&« |~ T/ rTITmTTTE TR e itk ikt
2 : ° :
= 4.5 £ + QD o
=) = " 8
o \ [u]
T 40| I 5. @ o g 5
e — o - &
3.5 + o r& &y +
¥ o o
0.10 0.15 0.20 0.25 R s 2
MAF & %
+ % :
- % % o $ g@, % + g §

0.02 0.04 0.06 0.08 0.1 | ;

B — 012 — 014 — 016 — 018 — 0.2 i g 2 10 11 12 13 13 1617 20

Chromosome

Yang, H.-C. et al. The Taiwan Precision Medicine Initiative provides a cohort for large-scale studies. Nature (2025).

—
[

[
e
[T1-
[y



TPMI

Medicine Initiative

BE5EE T E

Taiwan Precision




REEFHMERE
TR

ﬁ%ﬂﬁ 2L




Population-specific polygenic risk scores
for people of Han Chinese ancestry
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Number of independent variant—trait associations

Phenome-wide Genome-wide association study

Dichotomized phecodes
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2 e Bamese  ® 2,656 independent signals

B Infectious diseases O Symptoms

- e 1,309 from disease GWAS
e 1,347 from quantitative traits
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PRS development
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Overall health

Tablel. Proportion of disease burden explained by genetic risk

top 5 % vs. bottom 5 %

Raw model Adjusted model?
Index Genetic risk R? p-value R? p-value
Clinical visit Cardiometabolic traits 0.93 % 2.30x 10% 1.32% 2.00 x 102
Autoimmune and infectious diseases 1.16 % 2.09 x 10 1.11% 4.96 x 1072
Kidney-related traits 0.65% 3.48x 103 0.65 % 1.17 x 10
All predictable traits (131 traits) 7.26 % 1.79 x 1026 8.47 % 2.69 x 1014
Hospitalization Cardiometabolic traits 2.64 % 4.83 x 107 3.55% 7.10x 107
Autoimmune and infectious diseases 1.29% 1.23 x 10 1.68 % 6.38 x 104
Kidney-related traits 0.49 % 5.06 x 103 0.64 % 2.21x107
All predictable traits (131 traits) 7.75 % 3.59x 1028 10.29 % 5.62 x 10?7

IModel adjusting for sex, age and enrollment hospital

* The count of clinical visits and duration of hospitalization were used to roughly describe

individuals’ overall health
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