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Abstract

As loss of biodiversity and ecosystem

degradation become major concerns worldwide,

scientists increasingly depend on DNA-based

characterization of animal communities for

monitoring and impact assessments. These

analyses ultimately depend on the taxonomic

reliability of genetic databases for taxonomic

assignments. Concerns have been raised about the

reliability of GenBank, the largest and most widely

used genetic database. We show that, contrary to

expectations, the proportion of mislabeled

sequences in GenBank is surprisingly low. Major

taxonomic errors are vanishingly small (0.01% at

the class level, 0.05% at the order level), and likely

<1% even at the genus level. These results show

that GenBank is much more reliable for a range of

applications, including studies of environmental

change, than previously thought.


